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CAUTIONARY NOTE REGARDING FORWARD-LOOKING STATEMENTS

This Annual Report on Form 10-K includes forward-looking statements within the meaning of Section 27A of the
Securities Act of 1933, as amended (the “Securities Act”), and Section 21E of the Securities Exchange Act of 1934, as
amended (the “Exchange Act”) and subject to the safe harbor created by the Private Securities Litigation Reform Act of
1995, that relate to future events, our future operations or financial performance, or our plans, strategies and prospects.
These statements are based on the beliefs and assumptions of our management team. Although we believe that our plans,
intentions and expectations reflected in or suggested by these forward-looking statements are reasonable, we cannot assure
you that we will achieve or realize these plans, intentions or expectations. Forward-looking statements are inherently
subject to risks, uncertainties and assumptions. Generally, statements that are not historical facts, including statements
concerning possible or assumed future actions, business strategies, events or performance, are forward-looking statements.
The actual results may differ from its expectations, estimates, and projections and, consequently, you should not rely on
these forward-looking statements as predictions of future events. Words such as “expect,” “estimate,” “project,” “budget,”
“forecast,” “anticipate,” “intend,” “plan,” “may,” “will,” “could,” “should,” “believes,” “predicts,” “potential,” “continue,”
and similar expressions (or the negative versions of such words or expressions) are intended to identify such forward-
looking statements. These forward-looking statements include, without limitation, our expectations with respect to future
performance and development and commercialization of products and services. The forward-looking statements are based
on projections prepared by, and are the responsibility of, management and involve significant risks and uncertainties that
could cause the actual results to differ materially from those discussed in the forward-looking statements. Most of these
factors are outside our control and are difficult to predict. Forward-looking statements contained in this Annual Report on
Form 10-K include, but are not limited to, statements about:

2

EEINT3

» the impact of international conflicts, pandemics or epidemics on our business;

+ the impact of general conditions in the global economy and in the global financial markets, including changes in
inflation, interest rates, tariffs, retaliatory trade policies including limitations of shipments of products, and overall
economic conditions and uncertainties;

*  maintaining the listing of our Class A common stock on The Nasdaq Stock Market LLC;
* changes in applicable laws or regulations;

*  our ability to raise financing in the future;

+ the success, cost and timing of our product development and commercialization activities;

» the commercialization and adoption of our existing products, including our Platinum® line of instruments and our
consumable kits, and the success of any product we may offer in the future;

*  our ability to obtain and maintain regulatory approval for our products, and any related restrictions and limitations
of any approved product;

«  our ability to identify, in-license or acquire additional technology;
*  our ability to maintain our existing lease, license, manufacture and supply agreements;

*  our ability to compete with other companies currently marketing or engaged in the development or
commercialization of products and services that serve customers engaged in proteomic analysis, many of which
have greater financial and marketing resources than us;

+ the size and growth potential of the markets for our products and services, and our ability to serve those markets
once commercialized, either alone or in partnership with others;

*  our estimates regarding future expenses, future revenue, capital requirements and needs for additional financing;
and

*  our financial performance.

These forward-looking statements are based on information available as of the date of this report, and current expectations,
forecasts and assumptions, and involve a number of judgments, risks and uncertainties. Important factors could cause
actual results, performance or achievements to differ materially from those indicated or implied by forward-looking
statements such as those described in Part [, Item 1A, “Risk Factors” in this Annual Report on Form 10-K as filed with the
Securities and Exchange Commissions (the “SEC”). The risks described under the heading “Risk Factors” are not
exhaustive. New risk factors emerge from time to time, and it is not possible to predict all such risk factors, nor can we
assess the impact of all such risk factors on our business or the extent to which any factor or combination of factors may
cause actual results to differ materially from those contained in any forward-looking statements. Forward-looking
statements are not guarantees of performance. You should not put undue reliance on these statements, which speak only as
of the date hereof. All forward-looking statements attributable to us or persons acting on our behalf are expressly qualified
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in their entirety by the foregoing cautionary statements. We undertake no obligation to update or revise publicly any
forward-looking statements, whether as a result of new information, future events or otherwise, except as required by law.
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SUMMARY OF RISK FACTORS

We are providing the following summary of the risk factors contained in this Annual Report on Form 10-K to enhance the
readability and accessibility of our risk factor disclosures. We encourage you to carefully review the full risk factors
contained in this Annual Report on Form 10-K in their entirety for additional information regarding the material factors

EEINNT3

that make an investment in our securities speculative or risky. References in the summary below to “we”, “us”, “our” the
“Company” and “Quantum-Si” refer to Quantum-Si Incorporated and its subsidiaries.

These risks and uncertainties include, but are not limited to, the following:

Risks Related to Our Financial Condition and Capital Requirements

We are an early-stage life sciences technology company with a history of net losses and negative cash flow, which
we expect to continue, and we may not be able to generate meaningful revenues or achieve and sustain
profitability or positive cash flow in the future.

We have a limited operating history, which may make it difficult to evaluate the prospects for our future viability
and predict our future performance. As such, you cannot rely upon our historical operating performance to make
an investment or voting decision regarding us.

We may need to raise additional capital to fund ongoing research and development, operating activities, and
commercialization activities.

Risks Related to Our Business and Industry

We may not gain commercial traction for our current products, and we may not be able to successfully
commercially launch other future products.

The development and launch of new products may slow or stop existing product revenue in anticipation of
superior technology that is pending launch.

Our Proteus™ platform (“Proteus™) is anticipated to be commercially available by the end of 2026, with an
expectation of customer-focused applications and capabilities. If Proteus is not launched within our communicated
time frame, or is delivered without the customer-focused applications and capabilities, it could materially impact
any potential of long-term financial success and our market credibility.

If we are unable to establish superior sales and marketing capabilities, we may not be successful in
commercializing our products.

The size of the markets for our products may be smaller than estimated, and new market opportunities may not
develop as quickly as we expect, or at all, limiting our ability to successfully sell our products.

Our use of artificial intelligence and machine learning is subject to evolving laws and regulations and risks
associated with unauthorized use, and may not result in the competitive advantages desired, all of which could
expose us to competitive risk and legal liability.

Unfavorable global economic conditions, retaliatory economic policies, or other geopolitical conditions associated
with intra-country economics and policies could adversely affect our business, financial condition or results of
operations.

If we do not sustain or successfully manage our anticipated growth, our business and prospects will be harmed.

Recently and in the past, we have undergone leadership transitions and an internal restructuring, and we depend
on our key personnel and other highly qualified personnel, and if we are unable to recruit, train and retain our
personnel in the future, we may not achieve our goals.

Our business will depend significantly on research and development spending by academic institutions and other
research institutions, and any reduction in spending, driven by these customers or other third-party funding
sources such as the National Institutes of Health, could limit demand for our products and adversely affect our
business, results of operations, financial condition and prospects.

We rely on certain contract manufacturers to manufacture and supply our instruments, components of our
instruments, and certain components of our consumable offerings. If these manufacturers should fail or not
perform satisfactorily, or for economic or other reasons choose to end business with us, our ability to
commercialize and supply our instruments and consumable offerings would be adversely affected.
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Our internal manufacturing equipment is specialized with limited vendor options and long lead times. If these
pieces of equipment were to stop working and be unable to be repaired in a timely manner or at all, our ability to
manufacturer our semiconductor chips would be adversely affected.

A portion of our revenue is generated through a number of key channel partners, and the loss of any such channel
partner could adversely impact our business and our results of operations could suffer.

If we do not successfully develop and maintain our Platinum Analysis Software service, our commercialization
efforts and therefore business and results of operations could suffer.

Commercializing our products outside of the United States could expose us to business, regulatory, political,
operational, financial, and economic risks associated with doing business outside of the United States.

We have limited experience producing and supplying our products, and we may be unable to consistently
manufacture or source our instruments and consumables to the necessary specifications or in quantities necessary
to meet demand on a timely basis and at acceptable performance and cost levels.

We rely on third-party foundries to produce silicon wafers, which when packaged and tested internally, lead to our
supply of semiconductor chips. If these third-party foundries should fail or not perform satisfactorily, our ability
to supply semiconductor chips would be negatively and adversely affected.

The life sciences technology market is highly competitive. If we fail to compete effectively, our business and
results of operations will suffer.

We may acquire other companies or technologies which could divert our management’s attention, result in
additional dilution to our stockholders and otherwise disrupt our operations and harm our operating results.

If our facilities or our third-party manufacturers’ facilities become unavailable or inoperable, our research and
development program and commercialization launch plan could be adversely impacted and manufacturing of our
instruments and consumables could be interrupted.

If we experience a significant disruption in our information technology systems, including our Platinum Analysis
Software services, or cybersecurity incidents, our business could be adversely affected.

Risks Related to Government Regulation

Our research use only (“RUO”) products could become subject to government regulation as medical devices by
the U.S. Food and Drug Administration (“FDA”) and other regulatory agencies even if we do not elect to seek
regulatory authorization to market our products for diagnostic purposes, which would adversely impact our ability
to market and sell our products and harm our business.

Our reagents may be used by clinical laboratories to create Laboratory-Developed Tests (“LDTs”), which could,
in the future, become subject to some form of FDA or other regulatory requirements, which could materially and
adversely affect our business and results of operations.

We may be subject to certain federal, state and foreign fraud and abuse laws, health information privacy and
security laws and physician payment transparency laws, which, if violated, could subject us to substantial
penalties. Additionally, any challenge to or investigation into our practices under these laws could cause adverse
publicity and be costly to respond to, and thus could harm our business.

We are currently subject to, and may in the future become subject to, both U.S. federal and state laws and
regulations as well as international laws imposing obligations on how we collect, store and process personal
information. Our actual or perceived failure to comply with such obligations could harm our business. Ensuring
compliance with such laws could also impair our efforts to maintain and expand our business and future customer
base, and thereby decrease our revenue.

Risks Related to Our Intellectual Property

If we are unable to obtain and maintain and enforce sufficient intellectual property protection for our products and
technology, or if the scope of the intellectual property protection obtained is not sufficiently broad, our
competitors could develop and commercialize products similar or identical to ours, and our ability to successfully
commercialize our products may be impaired.

If we are unable to protect the confidentiality of our trade secrets, the value of our technology could be materially
adversely affected, and our business could be harmed.
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* Patent terms may be inadequate to protect our competitive position on our products for an adequate amount of
time.

*+  We may become involved in lawsuits to defend against third-party claims of infringement, misappropriation or
other violations of intellectual property or to protect or enforce our intellectual property, any of which could be
expensive, time consuming and unsuccessful, and may prevent or delay our development and commercialization
efforts.

Risks Related to Our Securities and to Being a Public Company

*  Our outstanding warrants became exercisable for our Class A common stock in September 2021, which increased
the number of shares eligible for future resale in the public market and could result in dilution to our stockholders
if exercised.

*  We have in the past experienced material weaknesses in our internal control over financial reporting, and if we
experience such material weaknesses in our internal control over financial reporting in the future or otherwise fail
to maintain an effective system of internal controls in the future, we may not be able to report our financial
condition, results of operations or cash flows accurately or in a timely manner, which may adversely affect
investor confidence in us and, as a result, materially and adversely affect our business and the value of our Class A
common stock.

*  Our disclosure controls and procedures may not prevent or detect all errors or acts of fraud.

*  Because we are a “controlled company” within the meaning of the Nasdaq rules, our stockholders may not have
certain corporate governance protections that are available to stockholders of companies that are not controlled
companies.

*  We could fail to maintain the listing of our Class A common stock on the Nasdaq Stock Market LLC, which could
seriously harm the liquidity of our shares and our ability to raise capital or complete a strategic transaction.

*  The dual class structure of our common stock has the effect of concentrating voting power with our Founder, who
is also on our Board of Directors, which will limit an investor’s ability to influence the outcome of important
transactions, including a change in control.
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PART1
ITEM 1. BUSINESS
Overview

Quantum-Si Incorporated (including its subsidiaries, “Quantum-Si”, “QSI”, or the “Company”) was incorporated in
Delaware on June 10, 2020 as HighCape Capital Acquisition Corp. (“HighCape”). The Company’s legal name became
Quantum-Si Incorporated following a business combination on June 10, 2021 between the Company and Q-SI Operations
Inc. (formerly Quantum-Si Incorporated) (the “Business Combination”), which was founded in 2013.

We are a life sciences company focused on proteomics research, with the mission of transforming single-molecule analysis
and democratizing its use by providing researchers and clinicians access to the proteome, the set of proteins expressed
within a cell. We have developed a proprietary, universal, single-molecule detection platform that we are applying to
proteomics to enable next-gen protein sequencing (“NGPS”) to sequence proteins in a massively parallel fashion (rather
than sequentially, one at a time), which can also be used for the study of nucleic acids. We believe in the ability to
sequence proteins in a massively parallel fashion and offer a fast analysis time which provides NGPS with the potential to
unlock significant biological information through improved resolution and unbiased access to the proteome at a speed and
scale not available today. Traditionally, proteomic workflows to sequence proteins required days or weeks to complete.
Our current platform includes our Platinum® NGPS line of instruments, Platinum Analysis Software and consumable Kits
for use with our Platinum line of instruments. In 2021, we introduced our Platinum early access program to sites with
participation from leading academic centers and key industry partners. The early access program introduced the Platinum
single-molecule sequencing system to key opinion leaders across the globe for both expansion and development of
applications and workflows. We began a controlled launch of the Platinum instrument and started to take orders in
December 2022, subsequently began a controlled commercial launch of Platinum in January 2023 and then moved to a full
commercial launch of Platinum beginning in the second quarter of 2024. In January 2025, we announced the launch of our
Platinum Pro benchtop sequencer. First shipments of Platinum Pro occurred in March 2025.

We believe our platform offers a differentiated solution in a rapidly evolving proteomics tools market. Within our initial
focus market of proteomics, our platform is designed to provide users a seamless opportunity to gain key insights into the
immediate state of biological pathways and cell state. Our platform aims to address many of the key challenges and
bottlenecks with legacy proteomic solutions, such as mass spectrometry (“MS”), which include high instrument costs both
in terms of acquisition and ownership, and complexity with data analysis, which together limit broad adoption. We believe
our platform, which is designed to streamline sequencing and data analysis at a lower instrument cost and with greater
automation than legacy proteomic solutions, could allow our product to have wide utility across the study of the proteome.
For example, our platform could be used for biomarker discovery and disease detection, pathway analysis, immune
response, vaccine development, quality assurance and quality control, among other applications.

Our team has decades of cumulative experience in developing, commercializing and scaling tools in the life sciences
industry. Our management team has previously employed similar approaches at other companies to launch other disruptive
technologies, including market leading next-generation DNA sequencing technologies. We believe this experience will
allow us to introduce our platform in a structured manner to demonstrate its use, value and practicality, while working
directly with our customers, to help ensure a positive experience.

In November 2025, we presented an updated technology and product roadmap that we believe positions us to be a leader in
proteomics, including instrumentation, consumable kits and software tools. We intend to continue to execute on this
roadmap through a combination of internal development programs and external partnerships to bring to market the most
comprehensive proteomics platform in our industry.

Most importantly, this roadmap includes the development of Proteus™, our next-generation platform, which was
announced in November 2024, and that we anticipate launching by the end of 2026. Proteus aims to provide single-
molecule, amino acid level resolution while also providing significantly higher sequencing output per sample, increased
sample throughout per run, automation of the sequencing workflow and automated data analysis as compared to Platinum
Pro. The Proteus platform is being developed to be a modular, scalable system that allows for expansion in the overall
platform, the number of consumables that can be processed concurrently and the overall output of sample data from the
platform. The first generation of Proteus and associated sequencing consumables are anticipated to include motion control,
liquid handling, and a new on-board single optical system with the ability to accept a new consumable chip that has
approximately 80 million features. We believe this new platform will provide much deeper insights while simplifying and
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significantly reducing the cost of the underlying consumable. In addition, during our presentation in November 2025, we
provided data demonstrating the wide range of potential proteomics applications that are addressable with our proprietary,
single-molecule, kinetic detection technology.

Once launched, we believe that Proteus will be the most comprehensive proteomics platform in our industry.
Importance of Proteomics

The human proteome is diverse, complex and dynamic, with multiple protein variants derived from each gene due to
multiple biological steps required to generate the functional proteome, including transcription, translation and post-
translational modifications (“PTMs”). While our genomes contain approximately 20,000 genes, current estimates are that
these genes ultimately code for more than 1,000,000 different protein variants called proteoforms. Thus, most of the
diversity that exists in our cells comes from proteins, which are organic compounds made up of amino acids. Aside from
water, the majority of the molecules in our bodies are comprised of proteins, which play a central role in the body’s
biological processes, from the immune system response, signaling pathways to transporting oxygen molecules and
providing our cells with structure. Proteins or a group of interacting proteins are responsible for virtually every biological
function within a living organism. Unlike the genome, the proteome is in constant flux depending on the state of the cell.
However, even with the knowledge of the proteome’s influence, the proteome remains largely unexplored relative to the
genome. Over the past decades, genomics has ushered in a greater understanding of human biology and disease through the
decoding of the human genome, providing a greater understanding of the genes that lay out the instructions for the
function, development and reproduction of organisms. While genomics has allowed the interrogation of genetic variation,
protein variants hold information yet to be explored or connected to the network of genomic knowledge to better
understand cellular function and disease. The protein’s elaborate structure, complicated composition, and vast number of
variants, provide a dynamic look into the functions they provide. For example, proteins function as antibodies that bind to
specific particles like viruses to protect the body; they act as enzymes to carry out chemical reactions in cells; they act as
messengers like hormones to transmit signals; they exist as structural components; and form the basis for storage to carry
additional molecules throughout the body.

Proteomic discovery provides insight into what is immediately happening biologically. This insight may be based on both
genetic and environmental factors that influence protein structure and function. Given their dynamic nature, proteins, while
complex structures, are an excellent indicator that we believe can be used to track therapeutic response, disease progression
and a person’s overall health. In a sense, DNA tells us “what could happen” and proteins tell us “what is happening.”

While our products are limited to RUO applications, we note that proteomics tools have been broadly used across a wide
range of applications, including:

*  Systems biology: system-wide investigations of disease pathways to identify biomarkers, drug action, toxicity,
efficacy and resistance;

*  Drug discovery and development: identification of drug candidates, novel drug delivery systems, and aid in drug
development including potential clinical applications;

*  Biomarker discovery: identification of protein markers for disease identification and management;
*  Personalized medicine: tailoring of disease treatment based real-time proteomic data;

*  Industry / agriculture: bioproduction and study of plant-pathogen interaction (e.g. crop engineering for drought
resistance);

*  Food science: identification of allergies, understanding an improvement of nutritional values and food quality and
safety control; and

*  Defense: screening of potential harmful substances and compounds, including potential early detection
applications.

Limitations of Legacy Proteomic Technologies

There is higher diversity and level of complexity related to proteins than genes. Depending on the combination of genes,
specific proteins are built to perform specialized functions in the body. A single gene can encode multiple proteoforms
depending on the role the protein will ultimately play in the cell. Protein synthesis happens in two stages. First is
transcription, where DNA is converted into messenger RNA (“RNA”). Second is translation, where a cell’s ribosomes read
the RNA instructions to assemble the protein. An increase in the complexity of the proteome is facilitated by post
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translational modifications (“PTMs”) where pieces of the protein are modified to either activate or inactivate the protein as
part of a signaling pathway to localize the protein to a certain cellular compartment. Legacy proteomic techniques can be
grouped into three general categories: Mass Spectrometry, Affinity-based Methods and Sequencing via Edman
Degradation.

*  Mass Spectrometry. MS is a method for the mass determination and characterization of proteins and, for more
than a decade, has been the dominant tool for unbiased protein analysis. MS workflows allow for the interrogation
of individual peptides and protein sequences; however, these techniques are generally complex, lengthy, utilize
expensive equipment, and require extensive data analysis by specially trained staff. MS instruments can cost
$1,000,000 or more per new instrument and given the technical staff required for performing the process and
analyzing the resulting data, the use of MS is often constrained to large, centralized core laboratories. In addition,
current sensitivity and dynamic range restrictions of MS also make it difficult to use with liquid samples and
restrict the ability to analyze at single-molecule resolution or the ability to deeply integrate a protein. Taken
together, these factors limit the broad scale adoption of MS in the market.

+  Affinity-Based Methods. Affinity-based methods are effective when specific proteins or epitopes of interest are
known. Affinity-based methods use a variety of molecules, such as antibodies or aptamers, which bind to specific
regions, rather than individual amino acids, and therefore may not detect the presence of a protein variant. For
instance, the average binding site of an affinity reagent is an epitope with a length of 5 to 8 amino acids, whereas
the average length of a human protein is approximately 470 amino acids. Changes or modifications to the protein
may prevent the affinity reagent from binding, resulting in missed identification or false negative results. In
addition, affinity reagents do not recognize differences in protein structure outside of the targeted binding site
making them ineffective at differentiating protein variants. These fundamental challenges limit the ability of
affinity-based methods to accurately survey the full complexity of the proteome. Furthermore, affinity-based
methods when applied to highly multiplexed analysis of proteins, requires the use of expensive DNA sequencing
instrumentation and reagents to resolve barcodes necessary to complete the analysis process. This additional step
and instrumentation requirement often limits the use of these high-plex methods to large, core laboratories that
have the required infrastructure and data analysis capabilities in their laboratories.

* Sequencing via Edman Degradation. Edman degradation is a method for sequencing of single amino acids from
a peptide by alternating acidic and alkaline conditions to cleave the N terminal amino acid from a peptide with the
resulting cleaved amino acid being detected using chromatography or electrophoresis. Edman degradation requires
the use of hazardous chemicals, is labor and time intensive, and is subject to failures due to naturally occurring
chemical modifications of amino acids such as acetylation. While Edman Degradation offers single amino acid
level resolution, the technical challenges and limitations of the procedure limit its usefulness outside of a select
number of research laboratories.

Our Market Opportunity

Proteomics represents a large and growing market opportunity. According to a 2021 SVB Leerink research report,
proteomics represented a $75 billion market opportunity spanning from life science research through diagnostics. Within
this, the proteomics research market represents a $20 billion addressable market, and we are focused on an initial target
market of approximately $8 billion that includes protein identification (approximately $3 billion), protein expression and
quantification (approximately $3 billion) and proteoforms and post translational modifications (approximately $1.5
billion).

Proteomics Landscape

Given the complexity of analyzing the proteome, the market today, is highly fragmented with a mix of legacy and new
technologies that address specific requirements of proteomic researchers with no single solution addressing the full range
of requirements. When evaluating and purchasing new proteomics research instrumentation, customers must make
tradeoffs across a range of product attributes and capabilities including the breadth of coverage (proteins) versus depth of
resolution (amino acid, PTM), sample throughput versus instrument costs, biased (affinity-based methods) versus unbiased
(protein sequencing, mass spectrometry) amongst others. In addition, many of the legacy technologies also involve a
complex, manual workflow and specialized staff to perform data analysis. The combination of these factors means that
proteomics research tool adoption remains constrained to specialty facilities, often called core laboratories. For researchers
outside of these core laboratories, they must send out their proteomics analysis work increasing the cost and extending the
time to complete their research studies. Additionally, in many countries outside of the United States or Western Europe,
there are few to no core laboratories to send work to, so the availability of advanced proteomics tools is extremely limited.
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Today, our protein sequencing platforms, Platinum and Platinum Pro, address these market challenges in two distinct ways.
First, our single-molecule, amino acid level resolution capability allows researchers to deeply characterize proteins
including protein isoforms, variants and PTMs, types of analysis that are either very difficult to perform or not feasible at
all using affinity-based methods or MS. This makes Platinum and Platinum Pro a valuable complement to current
technologies used in proteomics core laboratories. Second, our instrument has a low capital cost and includes automated
data analysis, easing adoption in both core laboratories and smaller research laboratories looking to insource their
proteomics work saving time and budget compared to sending samples to core laboratories. For countries with limited or
no core laboratory infrastructure, our platform, in some cases, represents the only advanced proteomics instrument local
researchers can implement.

Looking to the future, we believe our Proteus instrument and core technology will be able to address a broad range of
proteomics analysis methods, thereby limiting the need for a laboratory to own multiple, specialized platforms. Proteus will
provide single-molecule, amino acid level resolution, as Platinum and Platinum Pro currently do, while also offering
significantly higher sequencing output per sample, increased sample throughput per run, automation of the sequencing
workflow and automated data analysis. We believe the Proteus platform will enable laboratories to perform a broad range
of proteomics analysis methods on a single instrument, potentially displacing key instruments found in a core lab today.

Our protein sequencing platforms are currently intended for research use only or “RUO”. In the future, it is possible that
our products may be used for clinical purposes. If our products are used for clinical purposes, they may require regulatory
authorization.
Our Products
Our products include instruments, consumables and software used together as a platform for protein analysis. Our
customers use commercially available products to prepare their proteins which is the starting material for the protein

sequencing process as depicted below.

Overview of the Protein Sequencing Process
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The protein sequencing process starts with a step called library prep. The first step in library prep is to digest the proteins
into smaller fragments called peptides. In the second part of the library prep process, a linker is attached to the end of the
peptide. This linker is designed to attach to the bottom of the reaction well in our sequencing consumable. Once the library
prep process is complete, the user then sets up the sequencing step. In this step, the prepared library is combined with
sequencing reagents and introduced into a chamber in our sequencing consumable. The sequencing consumable contains
millions of features, each capable of performing a single-molecule sequencing reaction. The sequencing reagents contain
amino acid recognizers, enzymes that remove terminal amino acids and other buffers. A single recognizer is capable of
uniquely identifying more than one amino acid. Our technology is designed to accurately determine the recognizer by its
unique kinetic signature. After removing the terminal amino acid, the recognition process repeats until the full peptide
chain is sequenced. While traditional single-molecule platforms rely on a single measurement for the detection of an event,
the advantage of our approach is that our technology can obtain tens to hundreds of data points for each amino acid.
Cumulatively, we expect the multiple measurements to deliver high amino acid call accuracy. We believe we are the first
company to have successfully commercialized a NGPS product.

Common biological questions researchers use NGPS to answer include the following:
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*  What protein is present? Amino acid resolution can provide insight into more than just whether a protein is
present or absent. The sequence information could also indicate what version of the protein is present and how it
has been changed from the normal version.

*  How much of the protein is present? Relative quantification provides information about protein abundance
relative to other proteins or protein variants present in the sample.

* How has the protein been modified? Single-molecule sensitivity could show how the protein has been post-
translationally modified thus providing greater insights to its role in the context of biological processes within the
cell.

Our Current Product Offering Consists of the Platinum and Platinum Pro Instruments, Library Preparation and
Barcoding Kits, Sequencing Kit and Platinum Analysis Software

Instruments

Platinum - NGPS Instrument
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We believe Platinum was the first-to-market NGPS instrument. While traditional instruments like MS can cost up to
$1,000,000 or more per new instrument, our Platinum device is currently priced at approximately $85,000. Platinum is
designed to provide single-molecule, amino acid level resolution with a streamlined workflow, including automated data
analysis, making it accessible to researchers in all laboratory types.

Platinum Pro - NGPS Instrument

Platinum’ Pro
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In January 2025, we announced the launch of Platinum Pro with first shipments occurring in March 2025. Platinum Pro
provides the same technology capabilities of Platinum (single-molecule, amino acid resolution) and includes an enhanced
user interface, cloud or on-instrument data analysis and an available “Pro Mode”, an option for customers who want to
build custom analysis methods utilizing the power of our single-molecule, kinetic detection technology. Platinum Pro is
currently priced at approximately $120,000.

Consumables
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We expect to derive recurring revenue from the sale of consumables that are required to run samples on the Platinum and
Platinum Pro instruments or future generations of sequencing platforms that we may launch. Current consumable kits
consist of Library Preparation Kits and Sequencing Kits. These kits are designed for use only with our instruments.

Library Preparation
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Our Library Preparation Kit is designed to prepare a customer’s protein sample for sequencing. This kit includes the
reagents required to digest the protein(s) into peptides and attach a linker that allows the peptide to bind to the bottom of
the reaction features on our sequencing consumable.

Barcoding Kit

Barcoding
Kit

Our Barcoding Kit is a type of Library Preparation Kit, that is specifically designed to optimize the workflow and
performance of our technology when applied to protein barcoding applications. This kit includes the reagents required to
prepare the barcodes for sequencing and the associated protocol provides information about barcode sequence design and
performance.

Sequencing Kit
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Our Sequencing Kit contains the reagents and consumables used to perform NGPS on the Platinum or Platinum Pro
instrument. In the currently marketed kit, the consumable is a semiconductor chip with two million features.

Platinum Analysis Software

Our Platinum Analysis Software is a cloud-based solution that automates data analysis workflows and provides a user-
friendly interface and visualization of the sequencing results. Our software suite includes tools to map peptides and
visualize the amino acid coverage, align peptides to proteins, including a protein inference workflow and a variant caller
workflow that is specifically designed to aid users in the identification and relative quantification of variants including
single amino acid changes or PTMs.

Our Platinum Pro instrument offers a combination of cloud-based and on-instrument software and data analysis tools to
address situations where customers have limited or no ability to access to the cloud environment.



Table of Contents

Our Competitive Strengths
We believe that our competitive strengths include the following:

* Differentiated technology with broad applicability across a range of proteomics analysis methods. At the
core, our technology provides single-molecule, kinetic detection of individual amino acids. By enabling single-
molecule detection, we are not reliant on ensemble measurements, which can often vary from sample to sample
and even run to run. Amino acid level resolution allows researchers to deeply characterize proteins including
protein isoforms, variants and PTMs, all types of analysis that are either very difficult to perform or not feasible at
all using affinity-based methods or MS. Finally, our ability to detect the kinetic signatures of amino acid
recognizers can be extended to other detection molecules including engineered proteins, nanobodies or antibodies.
Looking to the future, we believe that our core technology will be able to address a broad range of proteomics
analysis methods, thereby limiting the need for a laboratory to own multiple, specialized platforms.

e  Platinum Analysis Software provides automated, user-friendly data analysis and visualization workflows.
Our Platinum Analysis Software is a suite of tools that can map peptides and visualize the amino acid coverage,
align peptides to proteins, including a protein inference workflow and a variant caller workflow that is specifically
designed to aid users in the identification and relative quantification of variants including single amino acid
changes or PTMs. These automated tools allow researchers, regardless of their laboratory infrastructure or staff
specialization, to perform NGPS.

*  Business model that leverages growing installed base of instruments each utilizing an increasing number of
consumables over time. As part of our commercialization efforts, we aim to grow our installed base of
instruments globally while in parallel, expanding the range of applications that customers can perform with our
technology through continued launch of new instruments, consumable kits and software workflows. From this
process and the increase of the installed base over time, we expect to grow a substantial base of recurring revenues
from our customers purchasing a greater number of consumables per instrument over time.

* Platform to enable expanded access to proteomics tools. Our instrument has a low capital cost and includes
automated data analysis, easing adoption in both core laboratories and smaller research laboratories looking to
insource their proteomics work saving time and budget compared to sending samples to core laboratories. For
countries with limited core laboratory infrastructure, our platform in some cases represents the only advanced
proteomics instrument local researchers can implement.

* Robust patent protection. We have a strong intellectual property strategy in which we have 402 issued patents
and 348 pending applications as of December 31, 2025. In addition, we believe many of our pending and issued
patents include foundational technology in the proteomics field.

e Experienced Life Science Management team and Board of Directors with significant experience in
healthcare. We have a world-class management team and Board of Directors, including our chairman, executive
officers, and other senior management with decades of cumulative experience in the healthcare and life sciences
end-markets. We believe this leadership team positions us as a potentially disruptive force in creating a new
market of next-generation protein sequencing.

Our Strategies
Our strategies include the following:

*  First-to-market using a phased approach to broad commercialization and adoption of our Proteomics
solutions. In December 2022, we initiated a controlled launch of Platinum for RUO, subsequently began a
controlled commercial launch of Platinum in January 2023, and then moved to a full commercial launch of
Platinum beginning in the second quarter of 2024. In January 2025, we announced the launch of our Platinum Pro
benchtop sequencer. First shipments of Platinum Pro occurred in March 2025. Members of our team have
previously utilized a similar phased launch approach to successfully launch and drive long-term adoption of other
disruptive technologies. We believe this approach has allowed us to introduce our platform in a structured manner
to demonstrate its use and practicality, while working directly with our key potential customers and industry
thought leaders to help ensure a positive experience. Our leadership team has decades of cumulative experience
working directly in the life sciences industry with many of the companies and research centers that have the
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potential to become customers. With this first-to-market approach, we believe we are creating market awareness
for amino acid resolution of protein sequencing, allowing us to grow our user base and awareness with our
Platinum and Platinum Pro line of instruments, which will allow us to leverage this robust awareness for our
Proteus launch, which is anticipated to launch by the end of 2026.

*  Build our commercial infrastructure globally. We are continuing to build our commercial and operational
infrastructure to sell and support our platform as we gain traction throughout the world. Presently, we have a
direct sales force in the United States, with a combined direct and distributor approach in Europe, and distributor
relationships in certain key markets in the rest of the world.

* Invest in scientific affairs and market development activities to drive evidence generation and increase the
awareness of the importance NGPS. We believe that our platform has the capability to enable users to generate
a depth of proteomic information that until our launch, was not available. We believe the utility of our platform
spans basic research, drug discovery and development, translational research and quality control testing across
multiple market segments including academic research, biopharma, contract development and manufacturing
organization (“CDMOs”), government and industrial. We plan to invest in scientific affairs and market
development activities and partnerships to generate the scientific evidence of the importance and utility of NGPS
and to expand the awareness and demand for our products.

* Continued technical innovation to drive product enhancements, new products, and additional applications.
Our leadership team has deep expertise in technology development and commercialization in the life sciences and
diagnostics markets. Since the launch of our Platinum instrument, we have delivered a steady cadence of new
products including Library Prep Kits, a Barcoding Kit, Sequencing Kits and software workflows including protein
inference and variant caller. In January 2025, we announced the launch of Platinum Pro with first shipments
occurring in March 2025. We aim to continually innovate and deliver new products, product enhancements,
applications, workflows, and other tools to enable our customers to leverage the power of NGPS at scale. See
“Product Roadmap” below for further information.

*  Lead with accessibility. Our mission is to bring NGPS to every lab, everywhere. Our instrument has a low capital
cost and includes automated data analysis, easing adoption in both core laboratories and smaller research
laboratories looking to insource their proteomics work saving time and budget compared to sending samples to
core laboratories. For countries with limited core laboratory infrastructure, our platform in some cases represents
the only advanced proteomics instrument local researchers can implement. As we develop new platforms, we aim
to expand the capability of our core technology and further increase the level of workflow automation while
continuing to offer our platform at a price point that is advantageous to our customers compared to the capabilities
and cost of many legacy proteomics technologies. Our ability to develop our platforms in such a way may allow
proteomic analysis to reach new markets and new users, potentially enabling and accelerating innovative
discoveries.

*  Build an ecosystem that delivers platform consolidation and a streamlined customer experience. Given the
complexity of analyzing the proteome, customers often own and must manage many specialized instruments each
addressing a subset of their research needs. Many of the associated laboratory workflows are also highly manual
and require specialized facilities and staff. We believe that our core technology can address the broadest range of
proteomics analysis methods in the market and through partnerships and internal development programs,
including the development of Proteus, we will be able to simplify the customer experience through platform
consolidation and greater workflow automation.

* Maintain a strong intellectual property portfolio for existing and new technologies. We have a broad and
deep patent protection strategy, which includes 402 issued patents and 348 pending applications as of
December 31, 2025, including certain foundational IP around proteomics. Protection of our intellectual property is
a strategic priority for the business; we have taken, and will continue to take, steps to protect our current and
future intellectual property and proprietary technology. We believe our broad patent portfolio and continued
rigorous patent protection strategy will help to allow us to focus on our key priorities of commercializing our
platform, continuing to innovate with new technologies, and preventing fast-followers.

Commercial Strategy
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As we continue to commercialize our platforms, we plan to build out our commercial infrastructure to sell and support our
products, across a growing number of market segments and geographies. Presently, we have a direct sales force in the
United States, with a combined direct and distributor approach in Europe, and distributor relationships in certain global,
key markets.

Our leadership team has decades of experience bring new technologies to the market and working directly with many of the
companies and research centers that have the potential to become customers. Our commercial strategy includes the
following areas of focus.

1. Continue to build our direct sales and support infrastructure in the U.S. and Western Europe. We plan to
continue to build our commercial and operational infrastructure to sell and support our platform as we seek to
grow market awareness of our Platinum and Platinum Pro platform adoption in these regions. In addition to our
direct investments, we will continue to evaluate opportunities to partner with leading companies to augment our
commercial footprint while minimizing the level of direct investment required.

2. Commercial partnerships. In November 2024, we announced a North American distribution agreement with
Avantor to distribute the Platinum Pro and related consumables. Avantor is a leading distributor of life sciences
products with established relationships in our target market segments.

3. Geographic partnerships. We exited 2025 with international distribution partners spanning many countries
across Europe, Middle East, Africa, Asia Pacific and South America. Each of our international partners brings a
depth of local expertise in the fields of genomics and proteomics and have experience bringing new technologies
to market. We expect to continue to expand this international network in 2026 as we continue to grow market
awareness for our Proteus platform, which we anticipate launching by the end of 2026.

4. Technical and scientific support. We believe that a key to successfully commercializing a new technology like
NGPS, is providing high quality technical and scientific support to customers. We use a mix of field-based and in
house scientific staff to support our customers through all phases of the commercial process from pre-sales, to
training and onboarding and through post-sales support. We will continue to invest in this area in both our direct
markets and regionally to support our geographic partners as appropriate.

5. Key opinion leaders (“KOL”) and evidence generation. We believe our platform has the capability to enable
users to generate a depth of proteomic information that until our launch, was not available. We work closely with
KOLs in the development and commercialization of our products, including supporting research studies that lead
to the presentation and/or publishing of data using our technology. We plan to continue to invest in research
studies and scientific collaborations to generate scientific evidence that supports the importance and utility of
NGPS in proteomics research.

6. Technology access program. We believe our core technology has broad utility across the field of proteomics
research. While our internal R&D focus is on the development and commercialization of NGPS, we believe there
would be interests from potential customers and strategic partners, to leverage our single-molecule, kinetic
detection capabilities for other proteomics applications. To support that work, we initiated a “Technology Access
Program” that allows customers to engage directly with our R&D scientists to explore custom applications of our
core technology in support of their on-going research efforts.

Product Roadmap

We believe that our product and technology roadmap and internal development processes position us as a leader in the
proteomics market. Since the launch of Platinum in December 2022, we have executed numerous product launches across
instruments, Library Prep Kits, Sequencing Kits and software tools. This steady cadence of technological advancements
ensures our customers have a continuous flow of new capabilities that enable them to pursue their research interests to the
fullest. The following roadmap includes innovations across all areas of our technology and provides a timeline of actual
and anticipated product launches through 2026:
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In addition, in November 2024, at our investor and analyst day, we laid out a long-term product and technology roadmap,
including our Proteus platform and core technology to address the broadest range of proteomics applications in the market
today. Subsequently, in November 2025, we provided an update on the development of the Proteus platform, presenting
meaningful traction and milestones achieved in relation to the development, as well as outlining our estimated development
and commercialization milestones timeline on the path to the anticipated launch of Proteus by the end of 2026.

2026 Estimated Proteus Development and Commercial Milestones

1.

Sequencing Instrumentation and Consumables. In January 2025, we launched Platinum Pro, a new generation
of instrumentation that utilizes our current technology architecture, namely a semiconductor chip. Looking to the
future, our Proteus platform will introduce a new instrument and consumable architecture that is being designed to
scale the sequencing output per sample from two million features per consumable today, to billions of features per
consumable in the future. The first generation of Proteus and associated sequencing consumables, which is
anticipated to be ready for launch by the end of 2026, is being designed to have a new on-board single optical
system with the ability to accept a new consumable chip having approximately 80 million features.

Library Preparation. In December 2025, we launched version 3 of our Library Preparation Kit which now
requires 200 nanograms or less of total protein input, which is a 100-fold improvement over the prior library
preparation Kit.

Sequencing Chemistry. Our current Sequencing Kit recognizes 15 of the 20 known, naturally occurring, amino
acids accounting for up to 75% of amino acids in the proteome. We are continuing to evolve our sequencing
chemistry with key areas of focus being amino acid coverage, sequence speed and depth, amongst other
parameters that includes use of tools, such as artificial intelligence and our rich database of protein sequencing
information to accelerate this process. For example, at our November 2025 Investor & Analyst Day, with the use

of these new tools and processes, we showcased a roadmap that includes recognition of all 20 amino acids by the
end of 2026.
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